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Amendioait doted Novemiber 3, 2003 

/t;«endniflnt\ll>der37C3SR 1.116 , 
E:q)cditcd Procedure Exfiniiniiig Qtwp 



Amendments to the Snecificftticn! 

PUase ddete the CROSS REFEBENCB TO REL4 TED APPUCATIONS section and npU^e 
it with the following replacement section. 

T hin n r plinn fi nn rl m'mfi t hr hn n f ifi t nf U R ?r*i'f"i'''Ti i '^ | A|ipiini>t{rm \Tnnih fl m 



60/119t571 filed 2/10/1099, now obandonod, imd 60/13^,172 filod g/lS/9Pi now abandoned, t|oth 
of wbioh are horoby<noeiporotod herein by rofercnoo in their ontiroty. 
This APDlicatioiKis a continuation of U.S. Aoplieation No. Q9/S01.708. fil ed gebmarv 10. 2000, 



^1 TM^ AppucanoiNS aconanuggonoi u.a. Appuconon no. i/y/jutwuo. juicu jcuiwuv 

■^^^-^f^ which jg a continua^-in.part of U.S. ATOlieation No. 09/471.669. filed Decem ber 24. 1999. 



^PtMU/t jg an application ekroiae the benefit under 35 USC 1 19fe^ of U.S. Anolicglion Nos 

'Wwtl. 60/139.172. filed June 15. ras^^l/9.57l. filed Pebmarv 10. 1999. and U.S. AimlicationlS| o, 



AMA/AaAJ^'A 60/1 14.408. filed December 3 L^i^XjTus apphcation is also a continiiation of U.S. Apolicabon 



Ir^L. No. 09/501.708. filedFebruarv 10. 2000Nw^uch is an claiming the benefit undg 35 USC 119( 
^^^)Jl^^l^^^ of U.S. AnoKcationNos. 60/139.172. filed Ju^S. 1999 and 60/119.571. filed Febmarv 10. 



, 1999. all of which are incoinorated herein by referenbe for all punioses. 

/iC r, /^l/^r Please rtplace the paraer<gihbe^uing on page S,line 14 witit the following amended 
Mi t/^/2.X|C/S paragraph: 



FIG. 5 ^ws the M lengthWno acid sequrace of -secretase l''50l (SEQ ID NO: 2), inchic ing 
the ORF which encodes it (SB<iH? NO: I), with certain features indicated, such as "active^D 
sites indicating the aspaitic acid active catalytic sites, a transmembrane region commencing at 
StJt .SJ^I Olj position 453, as weU as leader C'SignaH seouence (residues 1-21; SEQ ED NO: 46) and the 
^ .putative pro region (residues 22-45; SEQ 

iW 0^ 1 2-2| 0^ corresponding te.tl»s active enzvmeporti ^Jtt^^(/^ 



4 



501 (SEQ ID NO: 43)(m 135-1503) is st 



»6- 



Mdfroin<16SM22>iitt1141l)31:50:UAMiEastem 



Appl. No. 09/724,571 

Amendment dated September 20, 2004 

Reply to Office Action of March 19, 2004 



Amendments to the Specification: 

Please replace the paragraph beginning on page 8, line 14, with the follomng amended 
paragraph: 

FIG. 5 shows the full length amino acid sequence of Gocr e tose fl-secretase 1-501 (SEQ E) 
NO: 2), including the ORF which encodes it fSEO ID NO: IV (SEP ID NO: 1), with cortoin 
Certain features indicated, such as "active-D" sites indicating the aspartic acid active catalytic 
^(?5sites, a transmembrane region commencing at position^§3f, as well as leader ("Signal") sequence 
(residues 1-21; SEQ ID NO: 46) and the putative pro region (residues 22-45: SEO ID NO: 47) . 
(residu e s 22 4 5; SEQ ED NO: 4 7)and wher e th e The p olynucleotide region corresponding to the 
active enzyme portion corresponding to amino acids 46-501 (SEQ ID NO: 43)(nt 135-1503) is 
shown as SEQ ID NO: 44 SEO ID NO: 42 and contains an internal peptide region (SEO ID 
NO:56) and a transmembrane region (SEO ID NO:62) . 
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